






Table S5. Phylogenetic analysis of 63 proteins identified in the P. rapae spermatophore

Gene identification Origin
Duplications in P. rapae,
including gene of interest

Lepidoptera
specific? Notes Location dN/dS

comp81047_c0 Male 2 No Shell + inner matrix 0.1977
comp97138_c0 Male 1 No Inner matrix 0.0435
comp81370_c0 Male 1 Yes Inner matrix 0.4207
comp68670_c0 Male 1 No Inner matrix 0.001
comp54052_c0 Male 1 Yes Shell + inner matrix N/A
comp91240_c0 Male Only one sequence Shell 0.5103
comp81532_c0 Male Only one sequence Shell + inner matrix N/A
comp95293_c0 Male Only one sequence Inner matrix 0.609
comp24539_c0 Male 1 Yes Shell + inner matrix 0.0631
comp91031_c0 Male Only one sequence Shell + inner matrix 0.2111
comp95137_c1 Male 3 No Shell + inner matrix 0.2533
comp85479_c0 Male 15 No Inner matrix 0.8153
comp89572_c0 Male 2 Yes Inner matrix 0.0289
comp97612_c0 Male 2 Yes Shell + inner matrix 0.6777
comp80874_c0 Male 1 Yes PRSP2 Shell + inner matrix 0.3031
comp103890_c0 Male 1 Yes Shell + inner matrix 0.3253
comp102624_c0 Male Only one sequence Shell + inner matrix N/A
comp85474_c0 Male 1 No Shell + inner matrix 0.1119
comp100509_c3 Male 1 Yes Inner matrix 0.7155
comp83821_c1 Male 2 Yes Shell + inner matrix 0.5287
comp76422_c0 Male 1 Yes PRSP1 Shell 0.2825
comp85433_c0 Male Only one sequence Shell + inner matrix N/A
comp41358_c0 Male 6 No Shell + inner matrix 0.3641
comp91045_c0 Male 5 Yes Shell + inner matrix N/A
comp96436_c0 Male Only one sequence Inner matrix 0.7024
comp93096_c0 Male 10 No Shell + inner matrix 0.0691
comp25711_c0 Male Only one sequence Shell + inner matrix 1.2823
comp144326_c0 Male Only one sequence Shell 0.4074
comp100125_c0 Male Only one sequence Inner matrix 0.3786
comp91327_c0 Male Only one sequence Shell 0.6649
comp81135_c0 Male 2 No Shell + inner matrix 0.236
comp98020_c0 Female 2 No Shell + inner matrix 0.2053
comp97068_c0 Female 3 No Shell + inner matrix 0.4491
comp83824_c0 Female 4 No Shell + inner matrix 0.2953
comp91676_c0 Female 3 No Same phylogenetic tree Shell + inner matrix 0.3941
comp83827_c1 Female 3 No Shell + inner matrix 0.7021
comp85455_c0 Female 2 No Shell + inner matrix N/A
comp96307_c0 Both sexes 1 No Shell + inner matrix 0.1151
comp99478_c0 Both sexes 2 Yes Shell + inner matrix N/A
comp95226_c1 Both sexes 1 No Shell + inner matrix 0.1938
comp93580_c0 Both sexes Only one sequence Shell + inner matrix 0.2695
comp81462_c0 Both sexes 5 Yes Shell + inner matrix 0.7643
comp88896_c0 Both sexes 2 No Shell + inner matrix 0.3223
comp96027_c4 Both sexes 1 No Shell + inner matrix 0.0209
comp92111_c1 Both sexes 1 No Shell + inner matrix 0.3242
comp69180_c0 Both sexes 1 No Shell + inner matrix 0.0385
comp68577_c0 Both sexes 1 No Shell + inner matrix 0.1831
comp98120_c0 Both sexes 1 No Shell + inner matrix N/A
comp90489_c1 Both sexes 4 No Inner matrix 0.1795
comp92480_c0 Both sexes 1 No Inner matrix N/A
comp75578_c0 Both sexes 1 No Inner matrix 0.1897
comp97244_c1 Both sexes 1 No Inner matrix N/A
comp101250_c0 Both sexes 1 No Inner matrix 0.025
comp97277_c2 Both sexes 1 No Inner matrix 0.1638
comp94677_c1 Both sexes 1 No Inner matrix 0.2887
comp92698_c1 Both sexes 2 No Inner matrix 0.1521
comp97228_c0 Both sexes 1 No Shell 0.0542
comp76623_c0 Both sexes 1 No Shell 0.0548
comp79556_c0 Both sexes 2 No Shell N/A
comp82738_c0 Both sexes 3 No Shell N/A
comp85484_c0 Both sexes 1 No Shell 0.1923
comp54021_c0 Both sexes 1 No Shell 0.0322
comp93759_c0 Both sexes 1 No Shell 0.0737

N/A, not applicable.
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Other Supporting Information Files

Dataset S1 (DOCX)

Table S6. Protein identity between P. rapae papain proteases and their orthologs in Pieris napi

Grey shading indicates no value is reported since the identity matrix is symmetrical.
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